THRFRFERE 45, 289-294  2017.

B M8 E © B A\ ¥ Parborlasia corrugatus X V) 738 S 7z
HH T D SRAEIEAT

PEkS OERLY - m3E WP - AR BEY NI R

Phylogenetic Analysis of Bacteria Isolated from Antarctic Parborlasia corrugatus
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B, YEIERHISAT D720 OFR L L7z, HEIERLHIS5HTIZ 12 MicroSeq 500 16S rDNA Bacterial
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Psychrobacter sp. BJ-50)16S ribosomal RNA gene® F] 254818 (460bp) LER

NUOL | Paychrobacter | gyscio08—gk. RbkIaLIEDKDDABES . DQ298409
. Bacillus licheniformis strain BFR-533 (X Bacillus subtilisiZ )&+ 5% DH

NUo2 Bacillus | 47165 ribosomal RNA genet W25 4EUS; (470bp) LELFIA5100%— 3. LT599743
Pseudomonas fluorescens PR0~10>168 ribosomal RNA gene?D FJ 2 fE1k

GAO01 Pseudomonas (408bp) L5 2399% 5. CP000094

. Carnobacterium sp. NFU35-25016S ribosomal RNA gene® 7] #8158

GA2 | Carnobacterium | (4q0y, 1) LERBIASI00%—Be. FUKILIRAIE fDD Y BESIE. ABT705304

GA03 Psychrobacter | NUO1ERE[R—. -
Psychrobacter sp. SOD-1010)168 ribosomal RNA gene® 7] 28 g5 (414bp)

MAOL | Psychrobacter | gz 00%—5t. [MPRIXRIAEARRD HEE L0 A MES - . JX196620
Psychrobacter glacincola IC0077168S ribosomal RNA gene® R] 25§55,

MAOZ | Payehrobacter | "(3405) vgiati00—Be. FIFKRIEAREI B L ADk DS, | POUSOETT

MAO3 Microbacterium Microbacterium sp. AT-BI-46% [ XU £45D Microbacteriumf& & D16 KX023892

ribosomal RNA gene® FIZE 15 (367bp) LEZF23100%— 2.

MA04 Psychrobacter | NUOLERE[R—. -

NUO1A* Carnobacterium | GAO2RER]—. -

NUOZA* Carnobacterium | GAO2RER]—. -

GAO1A* | Carnobacterium | GAO2KRER—. -

MAO1A* | Carnobacterium | GAO2ERER—. -

MAO2A* | Carnobacterium | GAO2fkE[F—. -
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R IE Eh 5 b ST WBY, Psychrobacter)®® [psychrol &% [%72\v] @
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Psychrobacter)® O 53 BEBNZ Carnobacterium)FB 25 LS 028w, 22T, 4L 72 3HE
D Psychrobacter)d& (NUOLEE, MAOLKE, MAO2FK) 122oWT, X0 isMZzliE %179 729016S
rRNAEE T DA FEH 2 8T L, MO Psychrobacter)d & D H#EALRA £ O E BR % <72,
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cibarius JG-220 (accession no. AY639872), MAOLIKk ZP. psychrophilus NP42 (accession no.
EU196312), # L TMAO02#kIXP. glacincola ANTI253 (accession no. AY167308) & ik b AHEMY
iR THH Z EHHHL 720
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