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Molecular Imaging in Mouse Brain with MALDI-TOF-MS

Sachie Opa-Tamal
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2. B2/ Imaging Mass
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1 Mouse Brain overview.
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2 MALDI-TOF-MS Spectra of hippocampus (A), thalamus (B), cortex (C), and striatum (D).
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721 Mass list of the peak (S/N >300) in MALDI-TOF-MS Spectra (m/z>2400)

No. | hippocampus thalamus cortex striatum

1 4960.84 2403.19 4806.68 4806.54
2 14159.86 4805.51 4959.51 8566.79
3 4807.63 2932.85 8565.27 4960.68
4 8566.20 3145.78 4825.14 4822.59
5 4999.58 14156.97 4843.73 6717.05
6 2404.89 3108.65 6715.20
7 3337.78 8563.88 2405.74
8 2971.37 2846.12
9 13841.28 3781.62

10 4820.67

11 2989.93

12 4959.51

13 2886.69

14 2632.12

15 7058.83

16 3631.63

17 2414.64
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3 Molecular Imaging of the protein detected at 4805(A), 6715(B), 8565(C), and 14157(D) m/z.
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Summary

Molecular Imaging with MALDI-TOF-MS has been emerged as a powerful technique that
is particularly useful in the detection of the distribution of molecules within biological systems.
Determing molecular distribution in mouse brain, Images are generated from individual spectrum
data obtained from 75000 spots. Then, the spectrum data obtained from hippocampus, thalamus,
cortex and striatum were compared. This allows the discovery of protein markers that are highly
located within specific tissue structures. From the viewpoints of cost-effectiveness and time-
consuming factor, molecular imaging with MALDI-TOF-MS is preferable in comparison to the
imaging with antibody dying as a primary screening to narrow down the candidates of proteins that
are located in the specific tissue.
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